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3 <110> APPLICANT: TANABE SEIYAKU CO., LTD. 

5 <120> TITLE OF INVENTION: A Novel Phospholipase A2 and the gene thereof, 

7 <130> FILE REFERENCE: 03-004-PCT 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/10/501,675 
C- -> 9 <141> CURRENT FILING DATE: 2004-07-16 

9 <150> PRIOR APPLICATION NUMBER: JP2002 -008435 
10 <151> PRIOR FILING DATE: 2002-01-17 
12 <160> NUMBER OF SEQ ID NOS : 11 
14 <17 0> SOFTWARE: Patent In Ver. 2.0 

16 <210> SEQ ID NO: 1 

17 <211> LENGTH t 21 

18 <212> TYPE: DNA 

19 <213> ORGANISM: Artificial sequence 

21 <220> FEATURE: 

22 <223> OTHER INFORMATION: Artificially synthesized primer sequence 

24 <400> SEQUENCE: 1 

25 gttttcccag tcacgacgtt g 21 

28 <210> SEQ ID NO: 2 

29 <211> LENGTH: 21 

3 0 <212> TYPE: DNA 

31 <213> ORGANISM: Artificial Sequence 

33 <220> FEATURE: 

34 <223> OTHER INFORMATION: Artificially synthesized primer sequence 

36 <400> SEQUENCE: 2 

37 accatgatta cgccaagctt g 21 

40 <210> SEQ ID NO: 3 

41 <211> LENGTH: 18 

42 <212> TYPE: DNA 

43 <213> ORGANISM: Artificial Sequence 

45 <220> FEATURE: 

46 <223> OTHER INFORMATION: Artificially synthesized primer sequence 
48 <400> SEQUENCE: 3 

4 9 tgtaaaacga cggccagt 18 

52 <210> SEQ ID NO: 4 

53 <211> LENGTH: 87 

54 <212> TYPE: DNA 

55 <213> ORGANISM: Homo sapiens 
57 <400> SEQUENCE: 4 

5 8 gatcatgtgg ttttgtcgtg tattttatta atgtactcta ttgcattaat tggtttttgg 60 
60 atattaaacc aactttgcat tcctaaa 87 

63 <210> SEQ ID NO: 5 

64 <211> LENGTH: 21 

65 <212> TYPE: DNA 
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66 <213> ORGANISM: Artificial Sequence 

68 <22 0> FEATURE: 

69 <223> OTHER INFORMATION: Artificially synthesized primer sequence 

71 <400> SEQUENCE: 5 

72 gtacacgaca aaaccacatg a 21 

75 <210> SEQ ID NO: 6 

76 <211> LENGTH: 25 

77 <212> TYPE: DNA 

78 <2l3> ORGANISM: Artificial Sequence 

80 <220> FEATURE: 

81 <223> OTHER INFORMATION: Artificially synthesized primer sequence 

83 <400> SEQUENCE i 6 

84 gtccagcgca gccccgcaga gctcc 25 

87 <210> SEQ ID NO: 7 

88 <211> LENGTH: 25 

89 <212> TYPE: DNA 

90 <213> ORGANISM: Artificial Sequence 

92 <220> FEATURE: 

93 <223> OTHER INFORMATION: Artificially synthesized primer sequence 
95 <4 0 0> SEQUENCE: 7 

9 6 aaatacacga caaaaccaca tgatc 25 

99 <210> SEQ ID NO; 8 

100 <2ll> LENGTH: 3587 

101 <212> TYPE: DNA 

102 <213> ORGANISM: Homo sapiens 

104 <220> FEATURE: 

105 <221> NAME/KEY; CDS 

106 <222> LOCATION; (99).. (2552) 

108 <400> SEQUENCE: 8 

109 ggccgctgtc ctatcccact gggaccgtcg ctgccactca gccagagagc cagcatcttg 60 

111 gcaagggctg ggcctggagt gaagctggaa gggctagc atg gag age ctg tea cct 116 
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